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<213> Homo sapiens 
<400> 1 

Ser Lys Pro Gin Gly Arg lie Val 
1 5 



<210> 2 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Ser Lys Arg Gin Lys Arg lie Val 
1 5 



<210> 3 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Ser Lys Pro Gin Gly Arg Arg Arg Arg Ala Asn lie Val 
15 10 



<210> 4 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 4 
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Ser Lys Pro Gin Gly Arg Arg Arg Arg Ser lie Val 
1 * 5 10 



<210> 5 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Ser Lys Arg Gin Lys Arg Ala lie Val 
1 5 



<210> 6 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Ser Lys Arg Gin Arg Arg Ala Asn Gly Gly Lys 
15 10 



<210> 7 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Arg Lys Arg Gin Lys Arg lie Val 
1 * 5 



<210> 8 

<211> 4 

<212> PRT 

<213> Homo sapiens 



<220> 

< 2 2 1 > MI SC_F EATURE 
<222> (2) . . (2) 

<223> X = Any amino acid residue 
<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (3) . . (3) 

<223> X = Any amino acid residue 

<400> 8 

Arg Xaa Xaa Arg 
1 



<210> 9 

<211> 8 

<212> PRT 

<213> Homo sapiens 
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<220> 

< 2 2 1 > MI SC_F EATURE 
<222> (1)..(1) 
<223> X = Arg or Lys 

<220> 

< 2 2 1 > MI S C_F EATURE 
<222> (3) . . (3) 
<223> X = Arg or Lys 

<220> 

< 2 2 1 > MI SC_F EATURE 
<222> (5) . . (5) 

<223> X = Leu or Val or Phe 

<400> 9 

Xaa Lys Xaa Gin Xaa Arg lie Val 
1 5 



<210> 10 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Arg Gin Lys Arg 
1 



<210> 11 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Pro Gin Gly Arg 
1 



<210> 12 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Oligonucleotide primer 

<400> 12 

ctagcctagg ccaccatggt ctcccaggcc ctcaggctc 



<210> 13 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Oligonucleotide primer 



<400> 13 

Page 



ccttaattaa ctagggaaat ggggctcgca ggag 



<210> 14 

<211> 21 

<212> DNA 

<213> Artificial 



<220> 

<223> Oligonucleotide primer 
<400> 14 

gctagcctat cggccttggg g 



<210> 15 

<211> 36 

<212> DNA 

<213> Artificial 



<220> 

<223> Oligonucleotide primer 
<400> 15 

tgcaccggcg ccggcgcatt gtggggggca aggtgt 



<210> 16 

<211> 33 

<212> DNA 

<213> Artificial 



<220> 

<223> Oligonucleotide primer 
<400> 16 

agcaaacgcc aaaagcgaat tgtggggggc aag 



<210> 17 

<211> 4 

<212> PRT 

<213> Homo sapiens 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (2) . . (2) 

<223> X = Any amino acid residue 

<400> 17 

Arg Xaa Lys Arg 
1 



<210> 18 

<211> 4 

<212> PRT 

<213> Homo sapiens 



<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (2) . . (2) 



<223> X = Any amino acid residue 

<400> 18 

Arg Xaa Arg Arg 
1 



<210> 19 

<211> 6 

<212> PRT 

<213> Homo sapiens 



<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (1) . . (1) 
<223> X = Arg or Lys 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (2) . . (2) 

<223> X = Any amino acid residue 
<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (4) . . (4) 

<223> X = Any amino acid residue 
<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (5) . . (5) 
<223> X = Arg or Lys 

<400> 19 

Xaa Xaa Arg Xaa Xaa Arg 
1 5 



<210> 20 
<211> 6 
<212> PRT 



<213> Homo sapiens 



<220> 

< 2 2 1 > MI SC_F EATURE 
<222> (1) . . (1) 
<223> X = Arg or Lys 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (2) . . (2) 

<223> X = Any amino acid residue 
<220> 

< 2 2 1 > MI SC_F EATURE 
<222> (3) . . (3) 
<223> X = Arg or Lys 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (4) . . (4) 

<223> X = Any amino acid residue 
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<220> 

< 2 2 1 > MI SC_F EATURE 

<222> (5) . . (5) 

<223> X = Leu or Val or Phe 

<400> 20 

Xaa Xaa Xaa Xaa Xaa Glx 

1 5 
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